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S pecification Amendments Un der 17 C.F.R. $ 1 .1210»Kn(iii) 

Replace the paragraph at page 7, lines 3 through 7 with the below paragraph, marked up by 
way of bracketing and underlining to show the changes relative to the previous version of the 
paragraph. 

Figure 7 is an illustration of the nucleotide sequence of a double stranded nucleic acid 
H i,,p strand. S EP ID NP.1 1 : non -mHinp strand. SEP TP NO:64) encoding [(SEQ ID NO: 1 1) and 
deduced amino acid sequence (SEQ ID NO:12) of] the mouse Act-1 light chain variable region 
joined to the mouse Act-1 light chain signal peptide sequence <md the deduced amino acid sequence 
nf the Act-1 light r.hain variable region joined to t h e mouse Act-1 lipht chain signal peptide sequence 
rSF.OIPNO:^ . 

Replace the paragraph at page 7, lines 8 through 1 1 with the below paragraph, marked up by 
way of bracketing and underlining to show the changes relative to the previous version of the 
paragraph. 

Figure 8 is an illustration of the nucleotide sequence of a double stranded nucleic acid 
fcnrtinp strand. SEP TP NO: 13: ncm- cnriinp strand. SEP TP NO:65) encoding [(SEQ ID NO:13) and 
amino acid sequence (SEQ ID NO:8) of] the mature human GM607'CL antibody kappa light chain 
variable ^nr.ed amino acid seq uence of the mature human GM607'CL antibody 

ka ppa light chain variable region (S EP TP NO:8V 

Replace the paragraph at page 7, lines 12 through 23 with the below paragraph, marked up by 
way of bracketing and underlining to show the changes relative to the previous version of the 
paragraph. 
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Figure 9 is an illustration of the nucleotide sequence of a double stranded nucleic acid 
(coding strand SEP ID NO: 14: non-coding strand. SEP ID NO: 66) encoding the mouse Act-1 
antibody heavy chain and signal peptide, and the deduced amino acid sequence of the mouse Act-1 
antibody heavy chain variable region and heavy chain signal peptide (SE P ED NO: 15). The 
nucleotide sequence of the variable region is joined to a nucleotide sequence which encodes a 
deduced mouse Act-1 heavy chain signal peptide sequence, to yield a composite sequence [(SEQ ID 
NPS:14 and 15)]. (The identity of the primer which amplified the heavy chain region was deduced 
from the degenerate sequence, and an amino acid sequence for the signal peptide was derived from 
the primer, downsteam sequence and sequences of other signal peptides. The signal peptide shown 
may not be identical to that of the Act-1 hybridoma.) 

Replace the paragraph at page 7, lines 24 through 31 with the below paragraph, marked up by 
way of bracketing and underlining to show the changes relative to the previous version of the 
paragraph. 

Figure 10 is an illustration of the nucleotide sequence of a double stranded nucleic acid 
(coding strand SEP ID NP:16: non-coding strand. SEP ID NP: 67) encoding the huma n 21/28'CL 
antibody heavy chain and signal peptide, and the deduced amino acid sequence of the human 
21/28'CL antibody heavy chain variable region and heavy chain signal peptide (SEP ID NO: 17) . 
The nucleotide sequence encoding the variable region is joined to a nucleotide sequence which 
encodes a signal peptide sequence derived from the V H of human antibody HG3 f CL (Rechavi, G., et 
ai 9 Proc. Natl. Acad. Sci., USA 50:855-859 (1983)), to yield a composite sequence [(SEQ ID 
NOS:16andl7)]. 

Replace Table 3 at pages 53-63 with the below Table 3, presented on pages iii-xiii and 
marked up by way of bracketing and underlining to show the changes relative to the previous version 
of the table. 
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Comment 




Packing AA. 
Most common A A. 




Packing AA. H is 
unusual (31/1312). Q 
is most common AA 
(1158/1312). 
H=6/225, 
Q=2 19/225 in 
mouse k-II. 

Q=15/17, H not seen in 
human k-II. 
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Comment 


Distal to BS. 

R=2 11/221 in mouse 

K-II. 

R=ll/12, Tnot seen 
in human k-II . 


Pointing into core, 
but standard mouse 
to human change. 
1=6/213, V=195/213 
in mouse k-II. V 
alone (12/12) seen in 
human k-II. 


Distal to BS. 
K=20/215, 
E=191/215 in mouse 
k-II. E=9/l2,Knot 
seen in human k-II. 
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A= 11/12 in human 
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Comment 
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M=6/212, 

V= 196/2 12 in mouse k- 
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Comment 


Canonical for 
L3/Packing AA. 3 rd 
most common A A. 


Canonical AA for L3 
loop. 
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loop. 
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loop. 
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Replace Table 4 at pages 65-77 with the betow Table 4, presented on pages xv-xxvii and 
marked up by way of bracketing and underlining to show the changes relative to the previous version 
of the table. 
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REMARKS 

The brief descriptions of Figures 7 through 10 have been amended to recite the SEQ ID 
NOs of the nucleotide sequence of the non-coding strand of the double stranded nucleic acid 



"Sequence Listing" filed herewith. 

Table 3 and Table 4 have been amended to recite the SEQ ID NOs of the amino acid 
sequences presented therein. Support for the amendments is found, for example, at page 51, line 
8 through page 52, line 7, and in the Sequence Listing. 

The Substitute "Sequence Listing" filed herewith complies with the current sequence 

rules. 

This Amendment adds no new matter. 



In view of the above amendments and remarks, it is believed that all claims are in 
condition for allowance, and it is respectfully requested that the application be passed to issue, 
the Examiner feels that a telephone conference would expedite prosecution of this case, the 
Examiner is invited to call the undersigned at (978) 341-0036. 



presented in the figures. These non-coding strand sequences are included in the Substitute 



CONCLUSION 



Respectfully submitted, 

HAMILTON, BROOK, SMITH & REYNOLDS, P.C. 




Robert H. Underwood 
Registration No. 45,170 
Telephone: (978) 341-0036 
Facsimile: (978) 341-0136 



Concord, MA 01742-9133 

Dated: Jmly zoo*. 



